Many Gram-negative bacteria produce Repeats-In-Toxin adhesion proteins (RTX adhesins) to facilitate microbial adhesion to a variety of biotic and abiotic substrates. These large, multi-domain proteins anchored on the outer membrane share a common architecture comprised of three regions: 1) an Nterminal cell-membrane-anchor region; 2) a large extension region consisting of tens to hundreds of Queen's University
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